ABSTRACT We report here the draft genome sequence of Pseudomonas sp. LS-2, isolated from the decaying aerial stem of a Gastrodia elata plant. This genome harbored 96 potential genes implicated in bacterium-plant interactions, which may facilitate the adaptation of strain LS-2 to plant environments.
MUMmer) of 86.8% with Pseudomonas abietaniphila KF717 (GenBank accession number BBQR00000000). This value is lower than the proposed species boundary ANI cutoff of 95 to 96% (11) . According to the closest match in the NCBI database, this genome may represent a new Pseudomonas species.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number QXTJ00000000. The version described in this paper is version QXTJ01000000. The corresponding raw sequencing data sets have been registered in the NCBI Sequence Read Archive under the accession number SRR7892667.
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